. European haplogroup definitions for Illumina array genotyping data. Table showing the major European haplogroups (H, V , J, T, U, K, W, X, I,) and corresponding sub-haplogroups. Shown are the non-rCRS (thus, non-haplogroup-H) branch SNPs, array specific 'superhaplogroup' SNPs (i.e. JT=11251), and array specific haplogroup defining SNPs (i.e. J=295+489+10398). ---U6 750, 1438, 2706, 4769, 14766 11467, 12308, 12372 3348 K1 750, 1438, 2706, 4769, 14766 11467, 12308, 12372, 9698, 3480, 10550, 14798 10398 K2 750, 1438, 2706, 4769, 14766 11467, 12308, 12372, 9698, 3480, 10550, 14798 9716 V1 750, 1438, 2706 Table S2 . Comparison of mtDNA variant frequencies between cases and controls, stratified by gender, joint involvement, and method of ascertainment. Ascertainment groups: hip cases only = isolated hip OA on diagnosis; knee cases only = isolated knee OA on diagnosis; both cases only = both hip and knee OA on diagnosis; X-ray = diagnosis radiologically. Uncorrected chi-squared comparison of mtDNA variant frequencies in cohort 1 (ARC1, n = 3093 and WTCCC-58C, n = 2640) and cohort 2 (ARC2, n = 4300 and WTCCC-NBS, n = 2482), stratified by i) gender, ii) affected joint type (hip, knee and both) and iii) diagnosis ascertainment (arthro=arthroplasty and X-ray). The number of association tests reaching a nominal significance level are shown below the number of cases and controls contributing to each specific stratification. Uncorrected = uncorrected P-value; corrected (x48) = corrected for 48 different SNPs; and corrected (x336) = corrected for 99 different SNPs and each one of the seven phenotypic groups in two cohorts. n.a.= not available. Corrected ( Array ID rCRS P P P P P P P P P P P P P P Table S4 . Chi-squared tests of association between groups of principal component analysis (PCA) clusters and disease in cohort 1 (ARC1 versus WTCCC 58C), cohort 2 (ARC2 versus WTCCC-NBS) and combined cases and controls. Uncorrected chi-squared comparison of PCA-cluster frequencies in cohort 1 (ARC1, n = 3099 and WTCCC-58C, n = 2618), cohort 2 (ARC2, n = 4311 and WTCCC-NBS, n = 2434), and combined cases (ARC1+ARC2, n=7410) versus combined controls (WTCCC-58c+-NBS, n=5052).
Major European haplogroups rCRS Branch SNPs 'Super-haplogroup' SNPs Array haplogroup SNPs
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